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From oligonucleotide barcoding to development of
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a phyloarray for truffle species identification

cedex 05, France

their taste and flavoyr. Many PCR-based studies have been fogy-
of a new molecular method to identify
hnique of DNA barcoding, i.e., the use
species {hrlp:ffww_barcoding.si.edu!j_

As a first step, the method required the identification of several Species-specific oligonucleotides (or motifs), located within the internal trans.-
cribed spacer (ITS) of the rDNA repeat. The barcode has been develop

ed for five Tuber SPp. (T magnatum, T melanosporum, T. aestivum,
T indicum and T mesentericum) on the bases of 525 ITS sequences available in GeneBank and allowed a reliable in silico identification of
these Tuber spp.

The last step of the project involves the develo,
cies-specific motifs are spotted. multiple Tuber species will be

this array, where spe-
fles in complex matrix such as mycorrhizal roots and soil.

will allow to detect truf-

Arbuscular Mycorrhizae Fungi (AMF) associated with rhiz
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in
MuUs spp., 7 Acaulospora spp., 2 Scutellospora Spp and 1 Gigaspora sp. Banana cullivars significantly
with slight variations noted in the probability of occurrence of AMF species. The species richness and
diversity ranged from 0-18 and 0-1.971 respectively. With the exception of Grand naine, Chinese dwarf and Lacatan, which were the lea

Effects of zeaxanthin-accumulating potatoes on fungal communities in the rhizosphere
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To determine effecis of the transgenic modified potato clones SR47 und SR48 on
-ON-dependent methods (CFU, functional analysis of antagonists) and cultivation-independent analyses
Nfluence of the GM potatoes with natural variations, four Commercial cultivars (Selma Desirée, Ditta, Sibu) wereincluded, The two clones,
€ parenta line and the four commercial cultivars were planted in six randomized plots per treatment at different locations in Germany
°999ns!ein 2005, Oberviehhausen 20086). Samples were taken at three development stages (EC30, EC60 and EC90). Each sample
ONtainggy To0t material of five Plants and for the 9eocaulosphere materia| from tubers of five plants. The CFU in the rhizosphere showed no
@?’ﬁca"f ifferences between the plants but statistically lower values in the geocaulosphere. The antagonistic activity was tested agains|

Phytophthora infestans (Mont.) de Bary. A lower portion of antagonists was

(SSCP) was chosen. To compare



